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Figure legends 588 




Figure 2. Structure of the protofilaments and near atomic resolution model for the 593 


































Figure 5. Schematic views of the backbone fold and inter-protofilament interactions in 627 




























































































































































































Methods-only references 804 
64. Abedini, A. & Raleigh, D.P. The role of His-18 in amyloid formation by human islet 805 
amyloid polypeptide. Biochemistry 44, 16284-91 (2005). 806 
65. Khemtemourian, L., Guillemain, G., Foufelle, F. & Killian, J.A. Residue specific effects 807 
of human islet polypeptide amyloid on self-assembly and on cell toxicity. Biochimie 808 
142, 22-30 (2017). 809 
66. Zheng, S.Q. et al. MotionCor2: anisotropic correction of beam-induced motion for 810 
improved cryo-electron microscopy. Nat Methods 14, 331-332 (2017). 811 
67. Zhang, K. Gctf: Real-time CTF determination and correction. J Struct Biol 193, 1-12 812 
(2016). 813 
 27 
68. He, S. & Scheres, S.H.W. Helical reconstruction in RELION. J Struct Biol 198, 163-176 814 
(2017). 815 
69. Zivanov, J. et al. New tools for automated high-resolution cryo-EM structure 816 
determination in RELION-3. Elife 7, e42166 (2018). 817 
70. Scheres, S.H.W. Amyloid structure determination in RELION-3.1. Acta Crystallogr D 818 
Struct Biol 76, 94-101 (2020). 819 
71. Emsley, P., Lohkamp, B., Scott, W.G. & Cowtan, K. Features and development of 820 
Coot. Acta Crystallogr D Biol Crystallogr 66, 486-501 (2010). 821 
72. Pettersen, E.F. et al. UCSF Chimera--a visualization system for exploratory research 822 
and analysis. J Comput Chem 25, 1605-12 (2004). 823 
73. Liebschner, D. et al. Macromolecular structure determination using X-rays, neutrons 824 
and electrons: recent developments in Phenix. Acta Crystallogr D Struct Biol 75, 861-825 
877 (2019). 826 
74. Chen, V.B. et al. MolProbity: all-atom structure validation for macromolecular 827 
crystallography. Acta Crystallogr D Biol Crystallogr 66, 12-21 (2010). 828 
829 
a b
(i) (ii)
e
(iii) (iv)
c
d
b
a
c
b
d
a
e
(i)
(ii) (iii)
a
b
d
e
f
c
29
31
36
22
19
25
27
20
20
20
15
17
27
28
37
N
C
N
C
N
C
N
C
N
C
N
C
N
C
21
36
34
23
26
32
20
18
37
35
31
29
27
23
23
25
26
17
20
20
20
22
19
23
26
32
21
36
34
18
27
24
35
31
35
31
19
22
15










